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An Efficient Compression Algorithm for Huge DNA Sequence
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Abstract; The DNA sequence is composed of only four base, but has lots of data. The effective compression for DNA data can save much
time. There are several DNA sequence oriented compression methods like Biocompress, DNACompress and CTW+LZ. These algorithms
can achieve good compression ratio,but has sacrificed too much time searching for similar areas. In order to solve the problem,a new al-
gorithm Dzip was presented by means of multiple layers compression techniques like improved RLE , delta encoding, variable integers. In
comparison with current DNA sequence oriented compression methods,the standard DNA benchmark results indicate that the new algo-
rithm can achieve at least 28 times faster in running time.
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